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Study on the pollution status and molecular characteristics of Vibrio parahaemolyticus™
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Abstract; Objective To explore the pollution status and mole cular characteristics of Vibrio parahaemolyticus in retail aquatic
products in Qingpu District. Methods Samples of fish,shrimp and shellfish from the hotel, farmers market and super market in dif-
ferent seasons were collected,and then Vibrio parahaemolyticus was isolated and identified by MPN method according to the GB
4789. 7,the detection of the virulent genes and molecular typing of the isolated strains were completed. Results A total of 68
strains of Vibrio parahaemolyticus were detected among 144 samples of aquatic products,the positive rate was 47. 00%. The geo-
metric mean concentration of Vibrio parahaemolyticus in shrimp,shellfish and fish were 465. 2,291.0,146. 1 MPN/g. All the detec-
ted strains didn't carry the TDH and TRH virulent genes,68 strains were divided to 63 patterns by pulse alternative field gel elec-
trophoresis(PFGE) method, which showed high polymorphic. Conclusion The Vibrio parahaemolyticus pollution is serious in retail
aquatic products in Qingpu District, the monitoring on preventing the food poisoning and food origin disease caused by Vibrio parah-
aemolyticus should be strengthened, there is no homology relationship among the detected strains.
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